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Fig. 1 Known metabolic pathways of nabumetone.
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Fig. 2 Representative studies of nabumetone metabolism.

HLM: human liver micorosomes, RLM: rat liver microsomes, RH: rat hepatocytes
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Scheme 1  Procedure of in vitro metabolism of the incubation products of nabumetone by FMO5 with
human liver S9, microsomes or cytosol under various incubation conditions (2 step

incubation).
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Fig. 3 Proposed metabolic pathways of nabumetone in human.
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